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Luciferase fold change over NTC clonal line
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crRNA 1: TACTTGCAAGCTGAACATCC
crRNA 2: CCAGGTTCATGCCCCAGACC
crRNA 3: CCTGGAAACATGTTCTCCAT
crRNA 4: AGCATTGGTGAGACAGCCAA
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/ L\DNAZ BB L F L1z, 5LV T96° C T RIERE L L E L1z, Cas9
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ERWTBRKETH Y IV EDBLE LTz, 8 T IV H 1T BiRESR
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